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1976-78:

1978-82:

1982-1988:

1989:

1999-2012:

2003:

2003-2017:

2017:

2023:

2024:

Honors

NATO Science Research Fellowship, Department of Biological Sciences, Stanford
University.

Assistant Professor, Section of Genetics, Molecular and Cellular Biology, School of
Biological Sciences, University of Nebraska-Lincoln.

Associate Professor, Sections of Genetics, Molecular and Cellular Biology and of
Molecular Plant Biology, School of Biological Sciences, University of Nebraska-Lincoln.

Professor, School of Plant Sciences, University of Arizona.
Member, Arizona Cancer Center.

Director, Arizona Microarray Laboratories.
Professor and Member, Bio5 Institute.

Member, BME Graduate Interdisciplinary Program.
Professor, Department of Biomedical Engineering.
Director, School of Plant Sciences.

Emeritus Professor, University of Arizona.,

Selected for Scholarship and College Prize, Jesus College, and to the Benn W. Levy Research Studentship,
Department of Biochemistry, Cambridge University, 1973.

Selected for NATO Science Research Fellowship, 1976.

Invited Panel Review Member, USDA Competitive Grants Program, Genetic Mechanisms for Crop
Improvement, 1983-85.

Editorial Board member Plant Physiology (1985-88), and Plant Molecular Biology Reporter (1985-87).

Specialty Chief Editor, Section of Genomic Assay Technologies, Frontiers in Genetics 2011-2015.

Invited lecturer at the Gordon Conferences (Plant Tissue Culture), Plymouth, June 1985.

Invited participant in a NSF-Japan joint biotechnology workshop, Honolulu, June 1986.
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Plenary lecturer, Third Annual Conference of the French Association for Flow Cytometry, Gif-sur-Yvette,
November 1986.

Invited participant in a DOE sponsored workshop: Analysis of plant chromosomes and genomes, Los
Alamos National Laboratory, November 1986.

Invited participant in a NSF Interkingdom Workshop: Membrane Traffic and Recycling in Eukaryotes,
Tampa, May 1988.

Invited instructor at an EMBO Practical Course: Flow cytometry and sorting in molecular biology, Cologne,
August, 1988, September, 1989, and September, 1991.

Invited organizer and chair of a Concurrent Session on Plant Sciences at the XVth Congress of the
International Society for Analytical Cytology, Asheville, South Carolina, March 1990.

Invited discussant at the Gordon Conferences (Plant Molecular Biology), Plymouth, June 1990.

Invited NSF review team member, visiting Mexico City, Cuernavaca and Irapuato, July 1990.

Organizational Committee member, International Society for Plant Molecular Biology Congress, October
1991.

Invited plenary speaker, Rocky Mountain Cytometry Association Biennial Meeting, Vail, Colorado,
October 1991.

Associate Editor, Cytometry, June 1992-present.

Invited organizer and chair of a Workshop Session on Other Life Forms at the XVII Congress of the
International Society for Analytical Cytology, Colorado Springs, March 1993.

Invited instructor: Short Course in Plant Flow Cytometry, Casaccia, Rome, November 1994.

Invited organizer and chair of a Symposium Session on Analysis of Molecular and Cellular Interactions at
the XVIII Congress of the International Society for Analytical Cytology, Rimini, Italy, April 1996.

Member, Publications Committee of the International Society for Analytical Cytology, 1996-2002.

Member, Scientific Advisory Committee of the International Society for Analytical Cytology, 1996-2002;
2008-2010.

Chair, Scientific Advisory Committee of the International Society for Analytical Cytology, 2002-2004.

Member, Organizational Committee, XIX Congress of the International Society for Analytical Cytology,
Colorado Springs, February 1998.

Invited instructor, Second International School And Conference on Flow and Image Cytometry,
Jagiellonian University, Krakow, Poland, June 1998.

Invited instructor, Annual Royal Microscopical Society Flow Cytometry Course, Sheffield University,
England, September 1998.

Invited instructor, Biennial Course in Flow Cytometry, Los Alamos National Laboratory (1999-2007),
University of New Mexico, Albuquerque (2009-date), June 1999, June 2001, June 2003, June 2005, June
2007, June 2009, June 2011, June 2013, June 2015.

Invited plenary speaker, Chips to Hits ‘99, Berkeley, November 1999.

Invited Frontiers plenary speaker, ISAC XX, Montpellier, France, May 2000.

Elected Councilor, International Society for Analytical Cytology, 2000-2004.

Invited plenary speaker, Brazil International Genome Conference, Agras dos Reis, Brazil, March 2001.

Invited plenary speaker, Plant, Animal and Microbe Genomes X Conference, San Diego, January 2002.

Invited Cytomics plenary speaker, ISAC XXI, San Diego, May 2002.

Invited plenary speaker, 2nd Virtual Conference on Genomics and Bioinformatics, Washington, D.C,,
September 2002.

Invited plenary speaker, Queenstown Molecular Biology Meeting, Queenstown, New Zealand, September
2002.

Elected Fellow, American Association for the Advancement of Science, February 2003.

Invited plenary speaker, Maize Genetics meeting, Lake Geneva, March 2003.

Invited keynote speaker, 24 National Congress in Analytical Cytology, Brno, Czech Republic, May 2003.

Invited plenary speaker, 15t International Cytomics Conference, Cardiff, Wales, May 2003.

Invited plenary speaker, SEB Symposium, Durham, England, July 2003.

Founder Fellow, Arizona Arts, Sciences and Technology Academy, January 2004.

Invited plenary speaker, 13t Annual ACPFG Research Symposium, Adelaide, Australia, October 2004.
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Invited keynote speaker, Victorian Microarray Technology Consortium, Melbourne, Australia, May 2005.

Invited organizer and instructor, 1st Portuguese Microarray Workshop, The University of Tras-os-Montes

and Alto Douro, Vila Real, Portugal, June 2005.

Founding Associate Editor, Plant Methods, 2005.

Invited instructor, Biennial National Flow Cytometry Course, Bowdoin College, Maine, June 2006, June

2008, June 2010, June 2012, June 2014, June 2016, June 2018.

Invited instructor, Second Plant Microarray Short Course, Boston, August 2006.

Invited speaker, Gordon Conference, Mt. Holyoke College, Massachusetts, August 2006.

Invited keynote speaker, Annual Meeting of the Czech Society for Analytical Cytology, Brno, Czech
Republic, June 2007.

Invited organizer and instructor, 2nd Portuguese Microarray Workshop, The University of Tras-os-Montes
and Alto Douro, Vila Real, Portugal, October 2007.

Invited organizer and chair of a Workshop on Plant Genomics at the XXIV Congress of the International
Society for Analytical Cytology, Budapest, Hungary, May 2008.

Invited keynote speaker, DGfZ (German Cytometry Society) Annual Meeting, Leipzig, Germany, October
2009.

Invited keynote speaker, GIC (Italian Cytometry Society) Annual Meeting, Ferrara, Italy, October 2009.

Invited keynote speaker, IVth International Congress in Flow Cytometry, Bogota, Colombia, May 2010.

Invited keynote speaker, Microbial Single Cell Genomics Workshop 2010, Bigelow Laboratory, Boothbay
Harbor, Maine, September 2010.

Invited symposium speaker, CYTO 2011: XXVIth Congress of the International Society for Advancement of
Cytometry, Baltimore, May 2011.

Invited keynote speaker, SUMMIT 2011: Inaugural meeting of the Southern California Flow Cytometry
Association, Los Angeles, November 2011.

Invited keynote speaker - CellTech 2013 - Flow Cytometry, San Diego, January 2013.

Invited instructor, QIMR flow cytometry methods course and workshop, Queensland Institute for Medical
Research, July 2013.

Invited keynote speaker. PepTalk 2014, Palm Springs, January 2014.

Invited keynote speaker, SEFCIG Annual Meeting, Atlanta, March 2015.

Elected secretary, International Society for Advancement of Cytometry, May 2016.

Appointed International Academic Master, 111 Program in Plant Stress Biology, at Henan University,
Kaifeng, China, April, 2017.

Appointed Honorary Dean, School of Life Sciences, Henan University, December, 2018.

Invited instructor, Biennial National Flow Cytometry Course, Wisconsin Institute for Medical Research,
Madison, June 2019, June 2022.

Invited keynote speaker, FlowCOWS (Cytometrists of Western States) First Annual Meeting, Scottsdale,
February 2020.

Appointed member of the International Advisory Board of the Balgees Akhtar Plant Technology Institute,
Lahore, Pakistan, June 2021.

Professional Affiliations

International Society for Advancement of Cytometry.
American Society of Plant Biologists.

American Association for the Advancement of Science.
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Guangdong Academy of Agricultural Sciences, Guangzhou, China.
Huazhong Agricultural University, Wuhan, China.

Chinese Agricultural University, Beijing, China.

Biennial National Flow Cytometry Course, Los Alamos, New Mexico.
University of Colorado, Boulder, Colorado.

Annual Meeting of the Czech Society for Analytical Cytology, Brno,
Czech Republic (keynote speaker).

Czech Academy of Sciences, Olomouc, Czech Republic.

Max Planck Institute, Golm, Germany.

Ceres, Inc., Thousand Oaks, California.

Pioneer Hi-Bred, Ames, Iowa.

University of Nebraska-Lincoln, Biotechnology Program, Lincoln,
Nebraska.

University of Arizona, Interdisciplinary Graduate Program in Genetics,
Tucson, Arizona.

Second Portuguese National Microarray Workshop, Vila Real, Portugal
(organizer and presenter).

Fifth International Rice Functional Genomics Conference, Tsukuba,
Japan.

University of Missouri, IPG Program, Columbia, Missouri.
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222.
223.
224.
225.
226.
227.
228.
229.
230.
231.
232.
233.
234.

235.

236.
237.

238.

239.
240.

241.
242.

243.

244.
245.
246.
247.
248.
249.
250.
251.
252.

253.
254.

255.

256.
257.
258.
259.
260.
261.

262.

November 2007
November 2007
January 2008
January 2008
March 2008
May 2008

May 2008

June 2008
September 2008
November 2008
January 2009
February 2009
February 2009

February 2009

February 2009
February 2009

April 2009

June 2009
September 2009

October 2009
October 2009

October 2009

October 2009
October 2009
November 2009
December 2009
January 2010
May 2010

May 2010

May 2010

May 2010

June 2010
July 2010

September 2010

October 2010
January 2011
February 2011
February 2011
April 2011
May 2011

June 2011

University of Tennessee, Knoxville, Tennessee.

Oak Ridge National Laboratory, Oak Ridge, Tennessee.

XVIth Plant and Animal Genome Meeting, San Diego, California.
BIOS Institute, University of Arizona, Tucson, Arizona.

Department of Plant Systems Biology, Ghent University, Belgium.
XXIVth [.S.A.C. Congress, Budapest, Hungary.

Royal Botanical Gardens, Kew, England.

Biennial National Flow Cytometry Course, Bowdoin College, Maine.
SUNY Stony Brook, New York.

Vidar Systems Corporation, Herndon, Virginia.

XVIIth Plant and Animal Genome Meeting, San Diego, California.
CENICAFE, Chinchina, Colombia.

2nd Annual Meeting of the Indian Cytometry Society, Bhubaneshwar,
India (plenary speaker).

National Research Centre on Plant Biotechnology, Indian Agricultural
Research Institute, New Delhi, India.

Delhi University, New Delhi, India.

International Symposium on Recent Developments in Molecular
Technologies, Panjab University, Chandigarh, India (plenary speaker).
XXXIVth Annual Meeting of the Portuguese Genetics Society, Lisbon
(keynote speaker).

Biennial National Flow Cytometry Course, Albuquerque, New Mexico.
2nd Biennial Flow Cytometry Conference, Food Research Institute,
Norwich, England.

Max Planck Institute, Tuebingen, Germany.

19t Annual Meeting of the German Society for Cytometry, Leipzig,
Germany (keynote speaker).

G.I.C. (Italian Cytometry Society) Annual Meeting, Ferrara, Italy
(keynote speaker).

E.N.E.A. Casaccia, Rome, Italy.

Donald Danforth Center, St. Louis, Missouri.

Xishuangbanna Tropical Botanical Garden, China.

University of Massachusetts, Amherst, Massachusetts.

XVIII* Plant and Animal Genome Meeting, San Diego, California.
SAGE Bionetworks, Seattle, Washington.

XXVth I.S.A.C. Congress, Seattle, Washington.

Cenicafe, Manizales, Colombia.

IVth International Congress in Flow Cytometry, Bogota, Colombia
(plenary speaker).

Biennial National Flow Cytometry Course, Bowdoin College, Maine.
Association for Tropical Biology and Conservation workshop, Bali,
Indonesia.

Microbial Single Cell Genomics Workshop 2010, Bigelow Laboratory,
Boothbay Harbor, Maine, (plenary speaker).

Massachusetts General Hospital, Boston, Massachusetts.

XIXth Plant and Animal Genome Meeting, San Diego, California.
University of Liverpool, England.

Czech Academy of Sciences, Olomouc, Czech Republic.

Biomath Program, University of Arizona, Tucson, Arizona.

CYTO 2011: XXVIth Congress of the International Society for
Advancement of Cytometry, Baltimore, Maryland (plenary speaker).
Stem Cell Institute, University of California, Irvine, California.
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263.
264.
265.

266.
267.
268.
269.
270.
271.

272.
273.
274.
275.
276.
277.
278.
279.
280.

281.
282.
283.
284.

285.
286.

287.
288.
289.

290.
291.
292.
293.
294.
295.
296.

297.
298.
299.
300.

301.
302.

303.
304.
305.

June 2011
June 2011
June 2011

June 2011

June 2011

July 2011

July 2011
October 2011
November 2011

January 2012
February 2012
April 2012

June 2012

June 2012

July 2012

July 2012
September 2012
September 2012

November 2012
December 2012
January 2013
January 2013

March 2013
March 2013

May 2013
June 2013
July 2013

July 2013
August 2013
November, 2013
January 2014
January 2014
May 2014

May 2014

May 2014

June 2014
October 2014
December 2014

December 2014
December 2014

December 2014
December 2014
December 2014

Biennial National Flow Cytometry Course, Albuquerque, New Mexico.
Chinese Agricultural University, Beijing, China.

Workshop on Tropical Biodiversity and Genomics, Xishuangbanna
Tropical Botanical Gardens, China (plenary speaker).

Hong Kong University, China.

Beijing Genomics Institute, Shenzhen, China.

Western New York Flow Cytometry Group, Rochester, New York.
University of Rochester, Rochester, New York.

University of Toronto, Canada.

SUMMIT2011: Inaugural meeting of the Southern California Flow
Cytometry Association, Los Angeles, California (plenary speaker).
XXth Plant and Animal Genome Meeting, San Diego, California.
Genetic Engineering News Webinar.

Biotechniques Webinar.

Biennial National Flow Cytometry Course, Bowdoin College, Maine.
Regeneron, Inc., White Plains, New York.

Royal Botanic Gardens, Kew, London, England.

Gregor Mendel Institute of Molecular Plant Biology, Vienna, Austria.
A.L.AR.C, Maricopa, Arizona.

Dept. of Chemistry and Biochemistry, University of Arizona, Tucson,
Arizona.

DowAgrosciences, Inc., Indianapolis, Indiana.

Institute on Science for Global Policy, Tucson.

FloCyte Associates Workshop, San Diego, California.

CellTech 2013 - Flow Cytometry, San Diego, California (keynote
speaker).

North Carolina State University, Raleigh, North Carolina.

FloCyte Associates Workshop, University of North Carolina, Chapel
Hill, North Carolina.

CYTO2013, San Diego, California.

Biennial National Flow Cytometry Course, Albuquerque, New Mexico.
Queensland Flow Cytometry Workshop, Queensland Institute of
Medical Research, Brisbane, Australia.

University of Queensland, Brisbane, Australia.

Arizona Biological and Biomedical Sciences Program, Tucson, Arizona.
Arizona Cancer Bioimaging Program, Tucson, Arizona.

XXIInd Plant and Animal Genome Meeting, San Diego, California.
PepTalk 2014, Palm Springs, California (keynote speaker).
Institute of Plant Sciences, Volcani Center, Beit Dagan, Israel.

Department of Plant Sciences, Weizmann Institute of Science, Rehovot,

Israel.

CYTO2014, Fort Lauderdale, Florida.

Biennial National Flow Cytometry Course, Bowdoin College, Maine.
SELECTBIO Advances in Plant Genomics online conference.
Symposium & Workshop IARI (Indian Agricultural Research Institute),
New Delhi, India.

Symposium Punjab Agricultural University, Ludhiana, India.
Symposium FACSAcademy, Jamia Hamdard University, New Delhi,
India.

Symposium, School of Life Sciences, University of Hyderabad, India.
Symposium & Workshop, Calcutta University, India.

Department of Botany, Delhi University, New Delhi.
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306.
307.
308.
309.
310.
311.
312.
313.
314.
315.
316.
317.

318.
319.
320.
321.
322.
323.
324.
325.
326.
327.

328.

329.
330.
331.
332.

333.
334.
335.
336.

337.
338.
339.
340.
341.

342.

343.

344.
345.
346.
347.

January 2015
March 2015
June 2015
June 2015
September 2015
January 2016
April 2016
April 2016
June 2016
January 2017
February 2017
March 2017

April 2017

June 2017

June 2017

July 2017
October 2017
November 2017
January 2018
January 2018
April 2018

May 2018

May 2018

June 2018
June 2018
July 2018
November 2018

December 2018
January 2019
February 2019
February 2019

March 2019
April 2019
June 2019
June 2019
July 2019

November 2019

December 2019

January 2020
January 2020
February 2020
January 2021

XXIII'd Plant and Animal Genome Meeting, San Diego, California.
SEFCIG Meeting, Atlanta.

Biennial National Flow Cytometry Course, Albuquerque, New Mexico.
CYTO2015, Glasgow, Scotland.

3rd Plant Genomics Congress USA, St. Louis, Missouri.

XXIVth Plant and Animal Genome Meeting, San Diego, California.
Department of Biology, University of South Carolina.

Department of Biochemistry, Oklahoma State University.

Biennial National Flow Cytometry Course, Bowdoin College, Maine.
XXVth Plant and Animal Genome Meeting, San Diego, California.
U.S.D.A-A.L.A.R.C, Maricopa, Arizona.

2nd Annual A.B.R.C. Research Conference, U.A.-C.O.M., Phoenix,
Arizona.

Institute for Plant Stress Biology, Henan University, Kaifeng, China.
CYTO2017, Boston, Massachusetts.

Biennial National Flow Cytometry Course, Albuquerque, New Mexico.
Becton Dickinson/Biocompare Webinar: on-line presentation.

Institute for Plant Stress Biology, Henan University, Kaifeng, China.
Roswell Park Cancer Center, Buffalo, New York.

XXVIth Plant and Animal Genome Meeting, San Diego, California.
2018 KU-UA Joint International Symposium, Tucson, Arizona.
CYTO2018, Prague, Czech Republic.

Max Planck Institute for Plant Physiology, University of Potsdam,
Golm, Germany.

Becton-Dickinson/BioLine Webinar: On-line presentation for Russian
scientists.

Annual Meeting of the Society for In Vitro Biology, St. Louis, Missouri.
Biennial National Flow Cytometry Course, Bowdoin College, Maine.
Institute for Plant Stress Biology, Henan University, Kaifeng, China.
Panel discussion for UA School of Music/ENR-2 Performance of La Hija
de Rappaccini, by Daniel Catédn, Tucson, Arizona.

School of Life Sciences, Henan University, Kaifeng, China.

XXVIIth Plant and Animal Genome Meeting, San Diego, California.
VacciniAMO Conference, University of Modena, Italy.

Gordon Research Conference on Quantitative Genetics and Genomics, 11
Ciocco, Italy.

TEDxUofA talk, University of Arizona, Tucson, Arizona.
Beckman-Coulter Inc., Suzhou, China.

Biennial National Flow Cytometry Course, Madison, Wisconsin.
CYTO2019, Vancouver, Canada.

Plant Flow Cytometry Workshop, Botany 2019 Congress, Tucson,
Arizona.

First International Workshop on Exotic Flow Cytometry: Checking Small
Things... Better! ExoFlowMetry. ENEA Casaccia, Rome, Italy (Keynote
Speaker).

College of Optical Sciences, Quantum Biology working group,
University of Arizona.

XXVIIth Plant and Animal Genome Meeting, San Diego, California.
NanoCellect Biomedical Inc., La Jolla, California.

Cytometrists of Western States (Keynote speaker), Scottsdale, Arizona.
Henan University Journal Kick-Off Meeting (Keynote speaker: Zoom
presentation).
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348.

349.

350.

351.

352.
353.

354.

355.
356.
357.

358.

359.

360.
361.
362.
363.
364.

365.
366.

June 2021

June 2021

June 2021
September 2021

October 2021
November 2021

December 2021

June 2022
June 2022
June 2022

June 2022
November 2022

December 2022
May 2023
May 2023
May 2024
May 2024

June 2024
July 2024

Annual Meeting of the Society for In Vitro Biology (Workshop leader;
Zoom presentation).

CYTO2021 Virtual Conference (Environmental Cytometry interest group
coordinator; First-time Attendee discussion leader; three Zoom
presentations).

Second International Workshop on Exotic Flow Cytometry, Casaccia,
Italy (Keynote speaker; Zoom presentation).

GLIIFCA Great Lakes International Imaging and Flow Cytometry
Association (Zoom Presentation).

Ohalo Genetics, Aptos California.

Australia Cytometry Society Conference (Workshop Organizer; Zoom
Presentation).

UCD Conway Flow Cytometry Winter School, Dublin Ireland (Zoom
Presentation).

CYTO2022, Philadelphia. Tutorial (Zoom Presentation).

CYTO2022 Philadelphia. Plenary (Zoom Presentation).

Biennial National Flow Cytometry Course, Madison, Wisconsin (Zoom
presentation).

UCD Conway Flow Cytometry Summer School, Dublin Ireland (Keynote
speaker; Zoom Presentation).

Third International Workshop on Exotic Flow Cytometry, Casaccia, Italy
(Keynote speaker; Zoom presentation).

HENU talk. (Zoom recording).

UCD Conway Flow Cytometry Summer School, Dublin Ireland.
CYTO2023 Montreal. Workshop presentation.

CYTO2024, Edinburgh. Workshop presentation.

Fourth International Workshop on Exotic Flow Cytometry, Casaccia,
Italy (Keynote speaker; Zoom presentation).

Biennial National Flow Cytometry Course, Madison, Wisconsin.

UCD Conway Flow Cytometry Summer School, Dublin Ireland (Keynote
speaker; Zoom Presentation).

Summary of Extramural Grant Activity

Over my academic career, I have been recipient of competitive grants as Principal or co-Principal
Investigator in the total amount in excess of $27,000,000. The funding agencies have included NSF, DOD,
USDA, DOE, NIH (three institutes), CDC, BARD, the Human Frontiers Science Program, the
International Rice Research Institute, and Science Foundation Arizona. These grants have funded projects
that ranged from individual investigator-initiated activities, to large-scale collaborative research
programs involving investigators within sister academic and research institutions both across the US and
internationally. I have served as Principal Investigator of several large national and international
collaborations.
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