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CURRICULUM VITAE 
 
 
Name:    David William Galbraith 
 
Title:    Professor Emeritus, School of Plant Sciences 
 
Education:   Cambridge University, England.  BA Biochemistry, 1973. 
              Cambridge University, England.  MA, Biochemistry, 1976. 
              Cambridge University, England.  PhD, Biochemistry, 1977. 
 
ORCID:  0000-0003-4020-1635  
 
 
Professional Experience 
 
1976-78:  NATO Science Research Fellowship, Department of Biological Sciences, Stanford 

University.  
 
1978-82:  Assistant Professor, Section of Genetics, Molecular and Cellular Biology, School of 

Biological Sciences, University of Nebraska-Lincoln. 
 
1982-1988: Associate Professor, Sections of Genetics, Molecular and Cellular Biology and of 

Molecular Plant Biology, School of Biological Sciences, University of Nebraska-Lincoln. 
 
1989:  Professor, School of Plant Sciences, University of Arizona. 
  Member, Arizona Cancer Center.  
 
1999-2012: Director, Arizona Microarray Laboratories.  
  
2003:  Professor and Member, Bio5 Institute.   
 
2003-2017: Member, BME Graduate Interdisciplinary Program. 
 
2017:  Professor, Department of Biomedical Engineering.  
 
2023:  Director, School of Plant Sciences. 
 
2024:  Emeritus Professor, University of Arizona., 
 
 
Honors 
 
Selected for Scholarship and College Prize, Jesus College, and to the Benn W. Levy Research Studentship, 

Department of Biochemistry, Cambridge University, 1973. 
Selected for NATO Science Research Fellowship, 1976. 
Invited Panel Review Member, USDA Competitive Grants Program, Genetic Mechanisms for Crop 

Improvement, 1983-85. 
Editorial Board member Plant Physiology (1985-88), and Plant Molecular Biology Reporter (1985-87). 
Specialty Chief Editor, Section of Genomic Assay Technologies, Frontiers in Genetics 2011-2015. 
Invited lecturer at the Gordon Conferences (Plant Tissue Culture), Plymouth, June 1985.  
Invited participant in a NSF-Japan joint biotechnology workshop, Honolulu, June 1986.  
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Plenary lecturer, Third Annual Conference of the French Association for Flow Cytometry, Gif-sur-Yvette, 
November 1986. 

Invited participant in a DOE sponsored workshop: Analysis of plant chromosomes and genomes, Los 
Alamos National Laboratory, November 1986. 

Invited participant in a NSF Interkingdom Workshop: Membrane Traffic and Recycling in Eukaryotes, 
Tampa, May 1988.  

Invited instructor at an EMBO Practical Course: Flow cytometry and sorting in molecular biology, Cologne, 
August, 1988, September, 1989, and September, 1991.  

Invited organizer and chair of a Concurrent Session on Plant Sciences at the XVth Congress of the 
International Society for Analytical Cytology, Asheville, South Carolina, March 1990. 

Invited discussant at the Gordon Conferences (Plant Molecular Biology), Plymouth, June 1990.  
Invited NSF review team member, visiting Mexico City, Cuernavaca and Irapuato, July 1990.  
Organizational Committee member, International Society for Plant Molecular Biology Congress, October 

1991.  
Invited plenary speaker, Rocky Mountain Cytometry Association Biennial Meeting, Vail, Colorado, 

October 1991. 
Associate Editor, Cytometry, June 1992-present. 
Invited organizer and chair of a Workshop Session on Other Life Forms at the XVII Congress of the 

International Society for Analytical Cytology, Colorado Springs, March 1993. 
Invited instructor: Short Course in Plant Flow Cytometry, Casaccia, Rome, November 1994. 
Invited organizer and chair of a Symposium Session on Analysis of Molecular and Cellular Interactions at 

the XVIII Congress of the International Society for Analytical Cytology, Rimini, Italy, April 1996. 
Member, Publications Committee of the International Society for Analytical Cytology, 1996-2002.  
Member, Scientific Advisory Committee of the International Society for Analytical Cytology, 1996-2002; 

2008-2010.  
Chair, Scientific Advisory Committee of the International Society for Analytical Cytology, 2002-2004. 
Member, Organizational Committee, XIX Congress of the International Society for Analytical Cytology, 

Colorado Springs, February 1998. 
Invited instructor, Second International School And Conference on Flow and Image Cytometry, 

Jagiellonian University, Krakow, Poland, June 1998. 
Invited instructor, Annual Royal Microscopical Society Flow Cytometry Course, Sheffield University, 

England, September 1998.  
Invited instructor, Biennial Course in Flow Cytometry, Los Alamos National Laboratory (1999-2007), 

University of New Mexico, Albuquerque (2009-date), June 1999, June 2001, June 2003, June 2005, June 
2007,  June 2009, June 2011, June 2013, June 2015. 

Invited plenary speaker, Chips to Hits ’99, Berkeley, November 1999. 
Invited Frontiers plenary speaker, ISAC XX, Montpellier, France, May 2000. 
Elected Councilor, International Society for Analytical Cytology, 2000-2004. 
Invited plenary speaker, Brazil International Genome Conference, Agras dos Reis, Brazil, March 2001. 
Invited plenary speaker,  Plant, Animal and Microbe Genomes X Conference, San Diego, January 2002.  
Invited Cytomics plenary speaker, ISAC XXI, San Diego, May 2002. 
Invited plenary speaker, 2nd Virtual Conference on Genomics and Bioinformatics, Washington, D.C., 

September 2002.   
Invited plenary speaker, Queenstown Molecular Biology Meeting, Queenstown, New Zealand, September 

2002.  
Elected Fellow, American Association for the Advancement of Science, February 2003.  
Invited plenary speaker, Maize Genetics meeting, Lake Geneva, March 2003.  
Invited keynote speaker, 2nd  National Congress in Analytical Cytology, Brno, Czech Republic, May 2003. 
Invited plenary speaker, 1st  International Cytomics Conference, Cardiff, Wales, May 2003.  
Invited plenary speaker, SEB Symposium, Durham, England, July 2003.  
Founder Fellow, Arizona Arts, Sciences and Technology Academy, January 2004. 
Invited plenary speaker, 1st Annual ACPFG Research Symposium, Adelaide, Australia, October 2004. 
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Invited keynote speaker, Victorian Microarray Technology Consortium, Melbourne, Australia, May 2005. 
Invited organizer and instructor, 1st Portuguese Microarray Workshop, The University of Trás-os-Montes 
and Alto Douro, Vila Real, Portugal, June 2005. 
Founding Associate Editor, Plant Methods, 2005. 
Invited instructor, Biennial National Flow Cytometry Course, Bowdoin College, Maine, June 2006, June 
2008, June 2010, June 2012, June 2014, June 2016, June 2018. 
Invited instructor,  Second Plant Microarray Short Course, Boston, August 2006.  
Invited speaker, Gordon Conference, Mt. Holyoke College, Massachusetts, August 2006. 
Invited keynote speaker, Annual Meeting of the Czech Society for Analytical Cytology, Brno, Czech 

Republic, June 2007.  
Invited organizer and instructor, 2nd Portuguese Microarray Workshop, The University of Trás-os-Montes 

and Alto Douro, Vila Real, Portugal, October 2007. 
Invited organizer and chair of a Workshop on Plant Genomics at the XXIV Congress of the International 

Society for Analytical Cytology, Budapest, Hungary, May 2008. 
Invited keynote speaker, DGfZ (German Cytometry Society) Annual Meeting, Leipzig, Germany, October 

2009. 
Invited keynote speaker, GIC (Italian Cytometry Society) Annual Meeting, Ferrara, Italy, October 2009. 
Invited keynote speaker, IVth  International Congress in Flow Cytometry, Bogota, Colombia, May 2010.   
Invited keynote speaker, Microbial Single Cell Genomics Workshop 2010, Bigelow Laboratory, Boothbay 

Harbor, Maine, September 2010.  
Invited symposium speaker, CYTO 2011: XXVIth Congress of the International Society for Advancement of 

Cytometry, Baltimore, May 2011. 
Invited keynote speaker, SUMMIT 2011: Inaugural meeting of the Southern California Flow Cytometry 

Association, Los Angeles, November 2011. 
Invited keynote speaker - CellTech 2013 - Flow Cytometry, San Diego, January 2013. 
Invited instructor, QIMR flow cytometry methods course and workshop, Queensland Institute for Medical 

Research, July 2013. 
Invited keynote speaker. PepTalk 2014, Palm Springs, January 2014. 
Invited keynote speaker, SEFCIG Annual Meeting, Atlanta, March 2015.  
Elected secretary, International Society for Advancement of Cytometry, May 2016. 
Appointed International Academic Master, 111 Program in Plant Stress Biology, at Henan University, 

Kaifeng, China, April, 2017. 
Appointed Honorary Dean, School of Life Sciences, Henan University, December, 2018. 
Invited instructor, Biennial National Flow Cytometry Course, Wisconsin Institute for Medical Research, 

Madison, June 2019, June 2022. 
Invited keynote speaker, FlowCOWS (Cytometrists of Western States) First Annual Meeting, Scottsdale, 

February 2020. 
Appointed member of the International Advisory Board of the Balqees Akhtar Plant Technology Institute, 

Lahore, Pakistan, June 2021.    
 
Professional Affiliations 
 
International Society for Advancement of Cytometry.  
American Society of Plant Biologists. 
American Association for the Advancement of Science.  
 
 
Publications (Google Scholar 23,738 citations; H-index 71) 
 
1. Galbraith, D.W. (1977).  Membranes of soybean callus.  Ph.D. thesis.  University of Cambridge. 214 

pp. 
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2. Galbraith, D.W., and Northcote, D.H. (1977).  The isolation of plasma membranes from protoplasts 
of soybean suspension cultures.  Journal of Cell Science 24:295-310. 

3. Galbraith, D.W., and Galbraith, J.E.C. (1979).  A method for the identification of fusion of plant 
protoplasts derived from tissue cultures. International Journal of Plant Physiology 93:149-158. 

4. Galbraith, D.W., and Mauch, T.J. (1980).  Identification of fusion of plant protoplasts II. International 
Journal of Plant Physiology 98:129-140. 

5. Galbraith, D.W., and Mauch, T.J. (1980).  Somatic hybridization of higher plants.  What's New in Plant 
Physiology 11:21-24. 

6. Galbraith, D.W.  (1981). Identification and sorting of plant heterokaryons.  U. S. Dept. of Commerce 
Patent 4,300,310. 

7. Galbraith, D.W., Mauch, T.J., and Shields, B.A. (1981).  Analysis of the initial stages of plant protoplast 
development using 33258 Hoechst: reactivation of the cell cycle.  Physiologia Plantarum  51:380-386. 

8. Galbraith, D.W. (1981). Microfluorometric quantitation of cellulose biosynthesis by plant protoplasts 
using Calcofluor White. Physiologia Plantarum 53:111-116. 

9. Galbraith, D.W., and Shields, B.A. (1982).  The effects of inhibitors of cell wall synthesis on tobacco 
protoplast development. Physiologia Plantarum 55:25-30.  

10. Galbraith, D.W., and Harkins, K.R. (1982).  Cell sorting as a means for isolating somatic hybrids.  In: 
Plant Tissue Culture 1982  (A. Fujiwara, ed.) Maruzen Press, Tokyo, pp. 617-618. 

11. Galbraith, D.W., Harkins, K.R.,  Maddox, J.R., Ayres, N.M.,  Sharma, D.P., and Firoozabady, E. (1983). 
Rapid flow cytometric analysis of the cell cycle in intact plant tissues. Science 220:1049-1051.  

12. Sharma, D.P., Firoozabady, E., Ayres, N.M., and Galbraith, D.W. (1983).  Improvement of anther 
culture in Nicotiana: media, culture conditions and flow cytometric determination of ploidy levels.  
International Journal of Plant Physiology 111:441-450.  

13. Harkins, K.R., and Galbraith, D.W. (1984). Flow sorting and culture of plant protoplasts. Physiologia 
Plantarum 60:43-52. 

14. Galbraith, D.W. (1984).  Selection of hybrid cells by fluorescence- activated cell sorting. In: Cell Culture 
and Somatic Cell Genetics of Plants (I.K. Vasil, ed.) Academic Press, N. Y., pp. 433-447.  

15. Galbraith, D.W.  (1984).  Flow cytometric analysis of the cell cycle in higher plants. In: Cell Culture 
and Somatic Cell Genetics of Plants  (I.K. Vasil, ed.) Academic Press, N. Y., pp. 765-777. 

16. Firoozabady, E., and Galbraith, D.W. (1984). Transformation of plant protoplasts by Agrobacterium 
does not require an intact plant cell wall.  Plant Cell, Tissue and Organ Culture  3:175-188.  

17. Galbraith, D.W., Afonso, C.L., and Harkins, K.R.  (1984). Flow sorting and culture of protoplasts: 
Conditions for high-frequency recovery and growth of sorted protoplasts of suspension cultures of 
Nicotiana. Plant Cell Reports 3:151-155. 

18. Afonso, C.L., Harkins, K.R., Thomas-Compton, M., Krejci, A., and Galbraith, D.W. (1985). Production 
of somatic hybrid plants through fluorescence-activated sorting of protoplasts.  Nature Biotechnology 
3:811-816.   

19. Shoemaker, R.C., Couche, L., and Galbraith, D.W. (1986). Callus induction, somatic embryogenesis 
and plant regeneration in cotton (Gossypium hirsutum L.).  Plant Cell Reports 3:178-181.   

20. Harkins, K.R., and Galbraith, D.W. (1987). Factors governing the flow cytometric analysis and sorting 
of large biological particles.  Cytometry 8:60-71.   

21. Keeler, K.H., Kwankin, B., Barnes, P.W., and Galbraith, D.W. (1987). Polyploid polymorphism in big 
bluestem (Andropogon gerardii Vitman). Genome 29:374-379.   

22. Shoemaker, R.C., Christofferson, S.E., and Galbraith D.W. (1987). Storage protein accumulation 
patterns in somatic embryos of cotton (Gossypium hirsutum L.).  Plant Cell Reports 6:12-15. 

23. Meyer, D.J., Afonso, C.L., Harkins, K.R., and Galbraith, D.W. (1987).  Analysis of plant plasma 
membrane antigens.  In: Plant Membranes: Structures, Function and Biogenesis (C. J. Leaver, H. Sze, 
eds.).  UCLA Symposia on Molecular and Cellular Biology, New Series, 63:123-140.  

24. Galbraith, D.W., Harkins, K.R., and Jefferson, R.A. (1988). Flow cytometric characterization of the 
chlorophyll contents and size distributions of plant protoplasts. Cytometry 9:75-83.  

25. Meyer, D.J., Afonso, C.L., and Galbraith, D.W. (1988). Isolation and characterization of monoclonal 
antibodies directed against plant plasma membrane and cell wall epitopes: Identification of a 
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monoclonal antibody that recognizes extensin and analysis of the process of epitope biosynthesis in 
plant tissues and cell cultures.  Journal of Cell Biology 107:163-175.  

26. Galbraith, D.W. (1989). Flow cytometry and cell sorting: applications to higher plant systems.  
International Review of Cytology 116:165-227. 

27. Galbraith, D.W. (1989).  Flow cytometric analysis and sorting of somatic hybrid and transformed 
protoplasts.  In: Biotechnology in Agriculture and Forestry Vol. 9, Plant Protoplasts and Genetic 
Engineering (Y.P.S. Bajaj, ed.).  Springer-Verlag, New York, pp. 304-327.   

28. Harkins, K.R., Jefferson, R.A., Kavanagh, T.A., Bevan, M.W., and Galbraith, D.W. (1990).  Expression 
of photosynthesis-related gene fusions is restricted by cell-type in transgenic plants and in 
transfected protoplasts. Proceedings of the National Academy of Sciences U.S.A. 87:816-820.  

29. Fox, M.H., and Galbraith, D.W. (1990).  The application of flow cytometry and sorting to higher plant 
systems. In: Flow Cytometry and Cell Sorting (M.R. Melamed, T. Lindmo, M.L. Mendelsohn, eds.), 
John Wiley, N. Y.:  pp. 633-650. 

30. Galbraith, D.W. (1990).  Isolation and flow cytometric characterization of plant protoplasts.  In: 
Methods in Flow Cytometry (Z. Darzynkiewicz, H. Crissman, eds.), Methods in Cell Biology 33:527-547.  

31. Galbraith, D.W. (1990).  Flow cytometric analysis of plant genomes.  In:  Methods in Flow Cytometry 
(Z. Darzynkiewicz, H. Crissman, eds.), Methods in Cell Biology 33:549-562.  

32. DeRocher, E.J., Harkins, K.R., Galbraith, D.W., and Bohnert, H.J. (1990). Developmentally-regulated 
systemic endopolyploidy in succulents with small genomes.  Science 250:99-101.  

33. Galbraith, D.W. (1991).  Fluorescence-activated cell sorting of protoplasts and somatic hybrids.  In: 
Plant Tissue Culture Manual:  Fundamentals and Applications (J.M. Brevis, ed.), Kluwer Academic 
Publishers, Dordrecht, D5:1-19. 

34. Galbraith, D.W., Harkins, K.R., and Knapp, S. (1991).  Systemic endopolyploidy in Arabidopsis 
thaliana.  Plant Physiology 96:985-989. 

35. Galbraith, D.W., Zeiher, C.A., Harkins, K.R., and Afonso, C.L. (1992).  Biosynthesis, processing and 
targeting of the G-protein of Vesicular Stomatitis Virus in tobacco protoplasts.  Planta 186:324-336. 

36. Galbraith, D.W. (1992).  Large particle sorting. In: Flow Cytometry and Cell Sorting (A. Radbruch, ed.), 
Springer-Verlag, Berlin, pp. 189-204. 

37. Bharathan, G., Lambert, G., and Galbraith, D.W. (1994). Nuclear DNA content of monocotyledons 
and related taxa. American Journal of Botany 81:381-386.   

38. Galbraith, D.W. (1994).  Flow cytometry and sorting of plant protoplasts and cells.  In:  Methods in 
Flow Cytometry, Second Edition (Z. Darzynkiewicz, H. Crissman, J.P. Robinson, eds.), Methods in Cell 
Biology 42: 539-561, Academic Press, San Diego.  

39. Afonso, C.L., and Galbraith, D.W. (1994).  The callus associated protein (CAP) gene of Nicotiana 
tabacum: Isolation, characterization, and evidence for possible function as a transcriptional factor. In 
Vitro Cell and Developmental Biology (Plants) 30:44-54. 

40. Zilmer, N.A., Rodriguez, J.J., Yopp, T.A., Lambert, G.M., and Galbraith, D.W. (1995).  Flow cytometric 
analysis using digital signal processing.  Cytometry 20:102-117. 

41. Galbraith, D.W., Bohnert, H.J., and Bourque, D.P. (1995).  Methods in Plant Cell Biology (part A) 
(editors).  Methods in Cell Biology Volume 49, Academic Press. 

42. Galbraith, D.W., Bourque, D.P., and Bohnert, H.J.  (1995). Methods in Plant Cell Biology (part B) 
(editors).  Methods in Cell Biology Volume 50, Academic Press. 

43. Galbraith, D.W., Grebenok, R.J., Lambert, G.M., and Sheen, J. (1995).  Flow cytometric analysis of 
transgene expression in higher plants:  Green Fluorescent Protein. Methods in Cell Biology 50:3-12. 

44. Sheen, J., Hwang, S., Niwa, Y., Kobayashi, H., and Galbraith, D.W. (1995).  Green fluorescent protein 
as a new vital marker in plant cells.  Plant Journal 8:777-784. 

45. Godavarti, M., Rodriguez, J.J., Yopp, T.A., Lambert, G.M., and Galbraith, D.W. (1995).  Neural 
network analysis of digital flow cytometric data. Proceedings of the IEEE International Conference on 
Neural Networks vol. 5 (Perth, Australia), Nov./Dec. 1995, pp. 2211-2216.  

46. Galbraith, D.W., and Lambert, G.M. (1996).  Advances in the flow cytometric characterization of plant 
cells and tissues. In:  Flow Cytometric Applications in Cell Culture (M. Al-Rubeai and A. N. Emery, eds.), 
Marcel Dekker, New York, pp. 311-326. 
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47. Gong, F.-C., Giddings, T.H., Meehl, J.B., Staehelin, L.A., and Galbraith, D.W. (1996).  Z-membranes: 
artificial organelles for over-expressing recombinant integral membrane proteins. Proceedings of the 
National Academy of Sciences U.S.A.  93:2219-2223. 

48. Grebenok, R.J., Galbraith, D.W., Benveniste, I., and Feyereisen, R. (1996). Ecdysone 20-mono-
oxygenase, a cytochrome P450 enzyme from spinach, Spinacia oleracea. Phytochemistry 42:927-933. 

49. Godavarti M., Rodriguez, J.J., Yopp, T.A., Lambert, G.M., and Galbraith, D.W. (1996). Automated 
particle classification based on digital acquisition and analysis of flow cytometric pulse waveforms. 
Cytometry 24:330-339. 

50. Grebenok, R.J., Pierson, E.A., Lambert, G.M., Gong, F.-C., Afonso, C.L., Haldeman-Cahill, R., 
Carrington, J.C., and Galbraith, D.W. (1997a). Green-Fluorescent Protein fusions for efficient 
characterization of nuclear localization signals. Plant Journal 11:573-586.  

51. Shen, Z., Corbin, D.R., Greenplate, J.T., Grebenok, R.J., Galbraith, D.W., and Purcell, J.P. (1997).  
Studies on the mode of action of cholesterol oxidase on insect midgut membranes.  Archives of Insect 
Biochemistry and Physiology 34:429-442.  

52. Grebenok, R.J., Galbraith, D.W., and Della Penna, D. (1997b). Characterization of Zea mays endosperm 
C-24 sterol methyltransferase: one of two types of sterol methyltransferase in higher plants. Plant 
Molecular Biology 34:891-896. 

53. Grebenok, R.J., Lambert, G.M., and Galbraith, D.W. (1997c).  Characterization of the targeted nuclear 
accumulation of GFP within the cells of transgenic plants. Plant Journal 12:685-696. 

54. Galbraith, D.W. (1998). Miniatis? Trends in Plant Science 3:157-158.  
55. Galbraith, D.W., Dolezel, J., Lambert, G., and Macas, J. (1998).  DNA and ploidy analyses in higher 

plants. Current Protocols in Cytometry (J.P. Robinson et al., eds.), Wiley, New York, pp 7.6.1 - 7.6.22.  
56. Schmelz, E.A., Grebenok, R.J., Galbraith, D.W., and Bowers W.S. (1998).  Damage-induced 

accumulation of phytoecdysteroids in spinach:  a rapid root response involving the octadecanoic acid 
pathway. Journal of Chemical Ecology 24:339-360. 

57. Macas, J., Nouzova, M., and Galbraith, D.W. (1998). Adapting the Biomek 2000 Laboratory Automation 
Workstation for printing DNA microarrays. BioTechniques 25:106-110. 

58. Galbraith, D.W., Anderson, M.T., and Herzenberg, L.A. (1998). Flow cytometric analysis and sorting of 
cells based on GFP accumulation.  Methods in Cell Biology 58: 315-341. 

59. Macas, J., Lambert, G.M., Dolezel, D., and Galbraith, D.W. (1998). NEST (Nuclear Expressed 
Sequence Tag) analysis: a novel means to study transcription through amplification of nuclear RNA. 
Cytometry 33:460-468. 

60. Winkler, R.G., Frank, M.R., Galbraith, D.W., Feyereisen, R., and Feldmann, K.A. (1998). Systematic 
reverse genetics of Transfer-DNA-tagged lines of Arabidopsis: isolation of mutations in the 
cytochrome P450 gene superfamily. Plant Physiology 118:743-750. 

61. Grebenok, R.J., Ohnmeiss, T.E., Yamamoto, A., Huntley, E.D., Galbraith, D.W., and Della Penna, D. 
(1998). Isolation and characterization of an Arabidopsis thaliana C-8,7 sterol isomerase: functional 
and structural similarities to mammalian C-8,7 sterol isomerase emopamil-binding protein. Plant 
Molecular Biology 38:807-815.  

62. Galbraith, D.W., Herzenberg, L.A., and Anderson, M. (1999).  Flow cytometric analysis of transgene 
expression in higher plants: Green Fluorescent Protein. Methods in Enzymology 320:296-315.  

63. Johnston, J.S., Bennett, M.D., Rayburn, A.L., Galbraith, D.W., and Price, H.J. (1999). Reference standards 
for determination of DNA content of plant nuclei. American Journal of Botany 86:609-613. 

64. Chytilova, E., Macas, J., and Galbraith, D.W. (1999). Green Fluorescent Protein targeted to the nucleus, 
a transgenic phenotype useful for studies in plant biology.  Annals of Botany 83:645-654. 

65. Macas, J., Nouzova, M., and Galbraith, D.W. (1999). Adapting the Biomek 2000 Laboratory 
Automation Workstation for printing DNA microarrays. In: Expression Genetics: accelerated and high-
throughput methods. BioTechniques Books, Update Series (M. McClelland and A.B. Pardee, eds.), 
Eaton Publishing, pp. 13-19.  

66. Staehelin, L.A., Galbraith, D. W., and Giddings, T.H. (1999). Product and process for cellular protein 
segregation. U. S. Dept. of Commerce Patent 5,935,822. 
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67. Chytilova, E., Macas, J., Sliwinska, E., Rafelski, S., Lambert, G., and Galbraith, D.W. (2000). Nuclear 
dynamics in Arabidopsis thaliana. Molecular Biology of the Cell 11:2733-2741. 

68. Galbraith, D.W., and Lucretti, S. (2000). Large particle sorting. In: Flow Cytometry and Cell Sorting 
Second Edition, (A. Radbruch, ed.), Springer-Verlag, Berlin, pp. 293-317.  

69. Nouzová, M., Neumann, P., Navrátilová, A., Galbraith, D.W., and Macas, J. (2001). Microarray-based 
survey of repetitive genomic sequences in Vicia spp. Plant Molecular Biology 45:229-244.  

70. Bak, S., Tax, F.E., Feldmann, K.E., Galbraith, D.W., and Feyereisen, R. (2001). CYP83B1, a Cytochrome 
P450 at the metabolic branchpoint in auxin and indole glucosinolate biosynthesis in Arabidopsis 
thaliana. Plant Cell 13:101-111. 

71. Bohnert, H.J., Ayoubi, P., Borchert, C., Bressan, R.A., Burnap, R.L., Cushman, J.C., Cushman, M.A., 
Deyholos, M., Galbraith, D.W., Hasegawa, P.M., Jenks, M., Kawasaki, S., Koiwa, H., Kore-eda, S., 
Lee, B.H., Michalowski, C.B., Misawa, E., Nomura, M., Ozturk, N., Postier, B., Prade, R., Song, C.-P., 
Tanaka, Y., Wang H., and Zhu J.-K. (2001). A genomics approach towards salt stress tolerance.  Plant 
Physiology & Biochemistry 39:1-17.  

72. Kawasaki, S., Borchert, C., Deyholos, M., Wang, H., Brazille, S., Kawai, K., Galbraith, D.W., and 
Bohnert, H.J. (2001).  Gene expression profiles during the initial phase of salt stress in rice (Oryza 
sativa L.).  Plant Cell 13:889-906.  

73. Bohnert, H.J., Kawasaki, S., Michalowski, C., Wang, H., Ozturk, N., Deyholos, M., and Galbraith, D. 
(2001). Isolation of candidate genes for tolerance to abiotic stresses. In: Rice Genetics IV (G.S. Khush, 
D.S. Brar, and B. Hardy, eds.) , Science Publisher Inc., New Hampshire, USA, pp. 345-363. 

74. Deyholos, M.K., and Galbraith, D.W. (2001). High-Density DNA microarrays for gene expression 
analysis.  Cytometry 43:229-238. 

75. Galbraith, D.W., Macas, J., Pierson, E.A., Xu, W., and Nouzová, M. (2001). Printing DNA microarrays 
using the Biomek® Laboratory Automation Workstation. In: DNA Arrays: Methods and Protocols (J.B. 
Rampal, ed.). Methods in Molecular Biology 170:131-140.  

76. Chytilova, E., Macas, J., Sliwinska E., Rafelski, S., Lambert, G., and Galbraith, D.W. (2001). Nuclear 
Dynamics in Arabidopsis thaliana.  In: GFP in Motion, volume II (B. Ludin, ed.).  CD-ROM, published 
by Trends in Cell Biology, Elsevier Press. 

77. Xu, W., Bak, S., Decker, A., Paquette, S.M., Feyereisen, R., and Galbraith, D.W. (2001). Microarray-
based analysis of gene expression in very large gene families: the Cytochrome P450 gene superfamily 
of Arabidopsis thaliana. Gene 272:61-74.  

78. Zhang, X., Zhang, L., Dong, F., Gao J., Galbraith, D.W., and Song, C.-P. (2001). Hydrogen peroxide is 
involved in abscisic acid-induced stomatal closure in Vicia faba. Plant Physiology 126:1438-1448.  

79. Xiong, L., Gong, Z., Rock, C.D., Subramanian, S., Guo, Y., Xu, W., Galbraith, D., and Zhu, J.-K. (2001). 
Modulation of abscisic acid sensitivity and biosynthesis by a Sm-like protein in Arabidopsis.  
Developmental Cell 1:771-781. 

80. Staehelin, L.A., Galbraith, D. W., Giddings, T.H., and Cowan, C. (2002).  Product and process for 
cellular protein segregation. U. S. Dept. of Commerce Patent 6,344,343. 

81. Fernandes, J., Brendel, V., Gai, X., Lal, S., Chandler, V.L., Elumalai, R., Galbraith, D.W., Pierson, E., and 
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86. April 1997  Biotechnology Program, Pennsylvania State University, State College.  
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134. November 2000  Los Alamos National Laboratory, Los Alamos, New Mexico. 
135. November 2000  University of New Mexico, Albuqerque. New Mexico.  
136. December 2000  John Innes Institute, Norwich, England. 
137. December 2000  Cambridge University, England. 
138. December 2000  Oxford University, England. 
139. January 2001  Agilent, Palo Alto, California. 
140. January 2001  BASF, Inc., Raleigh, North Carolina. 
141. February 2001  Biomath Program, University of Arizona, Tucson, Arizona. 
142. February 2001  Biomedical Engineering Program, University of Arizona, Tucson, Arizona. 
143. March 2001  Brazil International Genome Conference, Agras dos Reis, Brazil. 
144. March 2001  Synergen, Brasilia, Brazil. 
145. March 2001  EMBRAPA, Sete Lagoas, Brazil. 
146. April 2001  University of Arkansas, Little Rock, Arkansas. 
147. May 2001   Royal Botanical Gardens, Kew, England.  
148. June 2001   Los Alamos National Laboratory, Los Alamos, New Mexico. 
149. September 2001  Genetics Program, University of Arizona, Tucson, Arizona. 
150. October 2001  Dept. of Plant Biology, Arizona State University, Tempe, Arizona.  
151. November 2001  GeneMachines, San Carlos, California. 
152. January 2002  Breault Research, Tucson, Arizona. 
153. January 2002  G.T.E.C., Tucson, Arizona. 
154. January 2002 Xth Plant, Animal and Microbial Genome meeting, San Diego, California  

(plenary speaker). 
155. April 2002  Stowers Institute for Medical Research, Kansas City, Kansas. 
156. April 2002   Iowa State University, Ames, Iowa. 
157. April 2002  Macalester College, St. Paul, Minnesota. 
158. May 2002   XXIst I.S.A.C. Congress, San Diego, California (plenary speaker). 
159. July 2002   Annual Meeting of the American Phytopathological Society, Milwaukee.  
160. September 2002  Queenstown Molecular Biology Meeting, Queenstown, New Zealand. 
161. September 2002  HortResearch, Auckland, New Zealand.  
162. September 2002 Second Virtual Conference on Genomics and Bioinformatics, 

Washington, D.C.  
163. September 2002  N.S.F. Annual Plant Genome Grantee meeting, Washington D.C. 
164. November 2002 Annual Meeting of the Crop Science Society of America, Indianapolis, 

Indiana. 
165. January 2003  XIth Plant and Animal Genome meeting, San Diego, California.  
166. March 2003  Duke University, Department of Biology, North Carolina. 
167. April 2003  Texas A&M University, Genetics Program, College Station, Texas. 
168. May 2003   1st  International Cytomics Conference, Wales (keynote speaker).  .  
169. May 2003 2nd Annual Meeting of the Czech Society for Analytical Cytology, Brno, 

Czech Republic (keynote speaker).    
170. June 2003 Workshop on redox regulation in plants, Washington University, St. 

Louis, Missouri.  
171. June 2003   Biennial National Flow Cytometry Course, Los Alamos, New Mexico. 
172. July 2003   SEB Symposium, Durham, England (keynote speaker). 
173. September 2003  NSF Annual Plant Genome Grantee meeting, Washington D.C. 
174. December 2003 University of Illinois, Department of Crop Sciences, Urbana-Champaign, 

Illinois. 
175. January 2004  XIIth Plant and Animal Genome Meeting, San Diego, California. 
176. March 2004  University of Washington, Department of Biology, Seattle, Washington. 
177. April 2004  Crop Functional Genomics 2004, Jeju, South Korea.  
178. April 2004  Seoul National University, Seoul, South Korea. 
179. May 2004   XXIInd I.S.A.C. Congress, Montpellier, France. 
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180. October, 2004 1st Plant Functional Genomics Conference, Barossa, Australia (plenary 
speaker). 

181. October, 2004  University of Queensland, Brisbane, Australia. 
182. January 2005  XIIIth Plant and Animal Genome Meeting, San Diego, California. 
183. March 2005  Czech Academy of Sciences, Olomouc, Czech Republic. 
184. April 2005  Carleton College, Minnesota.  
185. May 2005 Victorian Microarray Technology Consortium, Melbourne, Australia 

(keynote speaker). 
186. June 2005  First Portuguese National Microarray Workshop, Vila Real, Portugal 

(organizer and presenter). 
187. June 2005   U.S.D.A. N.R.I. Annual Grantee Meeting, Little Rock, Arkansas. 
188. June 2005   Biennial National Flow Cytometry Course, Los Alamos, New Mexico.  
189. June 2005   Pacific Northwest Conference, Richland, Washington.  
190. August 2005  Insightful Corporation, Seattle, Washington. 
191. September 2005  NSF Annual Plant Genome Grantee Meeting, Washington D.C.  
192. November 2005  International Rice Research Institute, Los Baños, The Philippines. 
193. November 2005  US-AID Linkage Program Meeting, Manila, The Philippines. 
194. January 2006  XIVth Plant and Animal Genome Meeting, San Diego, California. 
195. January 2006  C.N.R.S./I.N.R.A. Evry, Paris, France. 
196. February 2006  U.S.D.A. N.R.I. Annual Grantee Meeting, Woodlands, Texas. 
197. March 2006  Oregon Health Sciences Center, Portland, Oregon.  
198. April 2006  University of Nevada, Las Vegas, Nevada. 
199. June 2006   C.S.I.R.O., Canberra, Australia. 
200. June 2006   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
201. August 2006 Second Plant Microarray Short Course On Design and Analysis of Plant 

Microarray Experimentation, Boston, Massachusetts (plenary speaker).  
202. August 2006  Gordon Conference, Mt. Holyoke College, Massachusetts. 
203. October 2006 Fourth International Rice Functional Genomics Conference, Montpellier, 

France. 
204. January 2007  XVth Plant and Animal Genome Meeting, San Diego, California. 
205. January 2007  University of Arizona Biomedical Engineering Program, Tucson, Arizona.  
206. May 2007   Science Foundation Arizona, Tempe, Arizona.   
207. May 2007   Guangdong Academy of Agricultural Sciences, Guangzhou, China.    
208. May 2007   Huazhong Agricultural University, Wuhan, China. 
209. May 2007   Chinese Agricultural University, Beijing, China. 
210. June 2007   Biennial National Flow Cytometry Course, Los Alamos, New Mexico. 
211. June 2007   University of Colorado, Boulder, Colorado. 
212. June 2007 Annual Meeting of the Czech Society for Analytical Cytology, Brno, 

Czech Republic (keynote speaker).   
213. June 2007   Czech Academy of Sciences, Olomouc, Czech Republic. 
214. July 2007   Max Planck Institute, Golm, Germany. 
215. September 2007  Ceres, Inc., Thousand Oaks, California. 
216. September 2007  Pioneer Hi-Bred, Ames, Iowa. 
217. September 2007  University of Nebraska-Lincoln, Biotechnology Program, Lincoln, 

Nebraska. 
218. October 2007 University of Arizona, Interdisciplinary Graduate Program in Genetics, 

Tucson, Arizona. 
219. October 2007 Second Portuguese National Microarray Workshop, Vila Real, Portugal 

(organizer and presenter). 
220. October 2007  Fifth International Rice Functional Genomics Conference, Tsukuba, 

Japan. 
221. November 2007  University of Missouri, IPG Program, Columbia, Missouri. 
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222. November 2007  University of Tennessee, Knoxville, Tennessee. 
223. November 2007  Oak Ridge National Laboratory, Oak Ridge, Tennessee.   
224. January 2008  XVIth Plant and Animal Genome Meeting, San Diego, California. 
225. January 2008  BIO5 Institute, University of Arizona, Tucson, Arizona. 
226. March 2008  Department of Plant Systems Biology, Ghent University, Belgium. 
227. May 2008   XXIVth I.S.A.C. Congress, Budapest, Hungary. 
228. May 2008   Royal Botanical Gardens, Kew, England. 
229. June 2008   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
230. September 2008  SUNY Stony Brook, New York.  
231. November 2008  Vidar Systems Corporation, Herndon, Virginia. 
232. January 2009  XVIIth Plant and Animal Genome Meeting, San Diego, California. 
233. February 2009  CENICAFE, Chinchina, Colombia. 
234. February 2009 2nd Annual Meeting of the Indian Cytometry Society, Bhubaneshwar, 

India (plenary speaker). 
235. February 2009 National Research Centre on Plant Biotechnology, Indian Agricultural 

Research Institute, New Delhi, India. 
236. February 2009  Delhi University, New Delhi, India. 
237. February 2009 International Symposium on Recent Developments in Molecular 

Technologies, Panjab University, Chandigarh, India (plenary speaker). 
238. April 2009 XXXIVth Annual Meeting of the Portuguese Genetics Society, Lisbon 

(keynote speaker). 
239. June 2009   Biennial National Flow Cytometry Course, Albuquerque, New Mexico. 
240. September 2009 2nd Biennial Flow Cytometry Conference, Food Research Institute, 

Norwich, England. 
241. October 2009  Max Planck Institute, Tuebingen, Germany. 
242. October 2009 19th Annual Meeting of the German Society for Cytometry, Leipzig, 

Germany (keynote speaker).  
243. October 2009 G.I.C. (Italian Cytometry Society) Annual Meeting, Ferrara, Italy 

(keynote speaker). 
244. October 2009  E.N.E.A. Casaccia, Rome, Italy. 
245. October 2009  Donald Danforth Center, St. Louis, Missouri.   
246. November 2009  Xishuangbanna Tropical Botanical Garden, China. 
247. December 2009  University of Massachusetts, Amherst, Massachusetts. 
248. January 2010  XVIIIth Plant and Animal Genome Meeting, San Diego, California. 
249. May 2010   SAGE Bionetworks, Seattle, Washington. 
250. May 2010   XXVth  I.S.A.C. Congress, Seattle, Washington. 
251. May 2010   Cenicafe, Manizales, Colombia. 
252. May 2010 IVth International Congress in Flow Cytometry, Bogota, Colombia 

(plenary speaker).  
253. June 2010   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
254. July 2010 Association for Tropical Biology and Conservation workshop, Bali, 

Indonesia. 
255. September 2010 Microbial Single Cell Genomics Workshop 2010, Bigelow Laboratory, 

Boothbay Harbor, Maine, (plenary speaker).  
256. October 2010  Massachusetts General Hospital, Boston, Massachusetts. 
257. January 2011  XIXth Plant and Animal Genome Meeting, San Diego, California. 
258. February 2011  University of Liverpool, England. 
259. February 2011  Czech Academy of Sciences, Olomouc, Czech Republic. 
260. April 2011  Biomath Program, University of Arizona, Tucson, Arizona. 
261. May 2011 CYTO 2011: XXVIth Congress of the International Society for 

Advancement of Cytometry, Baltimore, Maryland (plenary speaker). 
262. June 2011   Stem Cell Institute, University of California, Irvine, California.  



 
 

21 

263. June 2011   Biennial National Flow Cytometry Course, Albuquerque, New Mexico. 
264. June 2011   Chinese Agricultural University, Beijing, China. 
265. June 2011 Workshop on Tropical Biodiversity and Genomics, Xishuangbanna 

Tropical Botanical Gardens, China (plenary speaker). 
266. June 2011   Hong Kong University, China. 
267. June 2011   Beijing Genomics Institute, Shenzhen, China. 
268. July 2011   Western New York Flow Cytometry Group, Rochester, New York. 
269. July 2011   University of Rochester, Rochester, New York. 
270. October 2011  University of Toronto, Canada. 
271. November 2011 SUMMIT2011: Inaugural meeting of the Southern California Flow 

Cytometry Association, Los Angeles, California (plenary speaker). 
272. January 2012  XXth Plant and Animal Genome Meeting, San Diego, California. 
273. February 2012  Genetic Engineering News Webinar. 
274. April 2012  Biotechniques Webinar.  
275. June 2012   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
276. June 2012   Regeneron, Inc., White Plains, New York.  
277. July 2012   Royal Botanic Gardens, Kew, London, England. 
278. July 2012   Gregor Mendel Institute of Molecular Plant Biology, Vienna, Austria. 
279. September 2012  A.L.A.R.C., Maricopa, Arizona. 
280. September 2012 Dept. of Chemistry and Biochemistry, University of Arizona, Tucson, 

Arizona.  
281. November 2012  DowAgrosciences, Inc., Indianapolis, Indiana.  
282. December 2012  Institute on Science for Global Policy, Tucson. 
283. January 2013  FloCyte Associates Workshop, San Diego, California. 
284. January 2013 CellTech 2013 - Flow Cytometry, San Diego, California (keynote 

speaker).  
285. March 2013  North Carolina State University, Raleigh, North Carolina.  
286. March 2013 FloCyte Associates Workshop, University of North Carolina, Chapel 

Hill, North Carolina. 
287. May 2013 CYTO2013, San Diego, California.  
288. June 2013   Biennial National Flow Cytometry Course, Albuquerque, New Mexico. 
289. July 2013 Queensland Flow Cytometry Workshop, Queensland Institute of 

Medical Research, Brisbane, Australia. 
290. July 2013 University of Queensland, Brisbane, Australia. 
291. August 2013  Arizona Biological and Biomedical Sciences Program, Tucson, Arizona. 
292. November, 2013  Arizona Cancer Bioimaging Program, Tucson, Arizona. 
293. January 2014 XXIInd Plant and Animal Genome Meeting, San Diego, California. 
294. January 2014 PepTalk 2014, Palm Springs, California (keynote speaker). 
295. May 2014 Institute of Plant Sciences, Volcani Center, Beit Dagan, Israel. 
296. May 2014 Department of Plant Sciences, Weizmann Institute of Science, Rehovot, 

Israel. 
297. May 2014 CYTO2014, Fort Lauderdale, Florida. 
298. June 2014   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
299. October 2014  SELECTBIO Advances in Plant Genomics online conference. 
300. December 2014 Symposium & Workshop IARI (Indian Agricultural Research Institute), 

New Delhi, India.  
301. December 2014 Symposium Punjab Agricultural University, Ludhiana, India.  
302. December 2014 Symposium FACSAcademy, Jamia Hamdard University, New Delhi, 

India. 
303. December 2014 Symposium, School of Life Sciences, University of Hyderabad, India.  
304. December 2014 Symposium & Workshop, Calcutta University, India.   
305. December 2014 Department of Botany, Delhi University, New Delhi. 
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306. January 2015 XXIIIrd Plant and Animal Genome Meeting, San Diego, California. 
307. March 2015  SEFCIG Meeting, Atlanta.  
308. June 2015   Biennial National Flow Cytometry Course, Albuquerque, New Mexico. 
309. June 2015   CYTO2015, Glasgow, Scotland. 
310. September 2015  3rd Plant Genomics Congress USA, St. Louis, Missouri.  
311. January 2016  XXIVth Plant and Animal Genome Meeting, San Diego, California. 
312. April 2016  Department of Biology, University of South Carolina. 
313. April 2016  Department of Biochemistry, Oklahoma State University. 
314. June 2016   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
315. January 2017  XXVth Plant and Animal Genome Meeting, San Diego, California. 
316. February 2017   U.S.D.A-A.L.A.R.C., Maricopa, Arizona. 
317. March 2017 2nd Annual A.B.R.C. Research Conference, U.A.-C.O.M., Phoenix, 

Arizona. 
318. April 2017  Institute for Plant Stress Biology, Henan University, Kaifeng, China. 
319. June 2017   CYTO2017, Boston, Massachusetts. 
320. June 2017   Biennial National Flow Cytometry Course, Albuquerque, New Mexico. 
321. July 2017   Becton Dickinson/Biocompare Webinar: on-line presentation.    
322. October 2017  Institute for Plant Stress Biology, Henan University, Kaifeng, China. 
323. November 2017  Roswell Park Cancer Center, Buffalo, New York. 
324. January 2018  XXVIth Plant and Animal Genome Meeting, San Diego, California. 
325. January 2018  2018 KU-UA Joint International Symposium, Tucson, Arizona. 
326. April 2018  CYTO2018, Prague, Czech Republic. 
327. May 2018   Max Planck Institute for Plant Physiology, University of Potsdam, 
     Golm, Germany. 
328. May 2018 Becton-Dickinson/BioLine Webinar: On-line presentation for Russian 

scientists. 
329. June 2018   Annual Meeting of the Society for In Vitro Biology, St. Louis, Missouri.  
330. June 2018   Biennial National Flow Cytometry Course, Bowdoin College, Maine. 
331. July 2018   Institute for Plant Stress Biology, Henan University, Kaifeng, China. 
332. November 2018 Panel discussion for UA School of Music/ENR-2 Performance of La Hija 

de Rappaccini, by Daniel Catán, Tucson, Arizona.  
333. December 2018  School of Life Sciences, Henan University, Kaifeng, China. 
334. January 2019  XXVIIth Plant and Animal Genome Meeting, San Diego, California. 
335. February 2019 VacciniAMO Conference, University of Modena, Italy. 
336. February 2019 Gordon Research Conference on Quantitative Genetics and Genomics, Il 

Ciocco, Italy.  
337. March 2019  TEDxUofA talk, University of Arizona, Tucson, Arizona.  
338. April 2019  Beckman-Coulter Inc., Suzhou, China.  
339. June 2019   Biennial National Flow Cytometry Course, Madison, Wisconsin. 
340. June 2019   CYTO2019, Vancouver, Canada. 
341. July 2019 Plant Flow Cytometry Workshop, Botany 2019 Congress, Tucson, 

Arizona. 
342. November 2019 First International Workshop on Exotic Flow Cytometry: Checking Small 

Things... Better! ExoFlowMetry. ENEA Casaccia, Rome, Italy (Keynote 
Speaker). 

343. December 2019 College of Optical Sciences, Quantum Biology working group, 
University of Arizona. 

344. January 2020  XXVIIIth Plant and Animal Genome Meeting, San Diego, California. 
345. January 2020  NanoCellect Biomedical Inc., La Jolla, California.  
346. February 2020  Cytometrists of Western States (Keynote speaker), Scottsdale, Arizona. 
347. January 2021 Henan University Journal Kick-Off Meeting (Keynote speaker: Zoom 

presentation).   
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348. June 2021 Annual Meeting of the Society for In Vitro Biology (Workshop leader; 
Zoom presentation).   

349. June 2021 CYTO2021 Virtual Conference (Environmental Cytometry interest group 
coordinator; First-time Attendee discussion leader; three Zoom 
presentations).   

350. June 2021 Second International Workshop on Exotic Flow Cytometry, Casaccia, 
Italy (Keynote speaker; Zoom presentation). 

351. September 2021 GLIIFCA Great Lakes International Imaging and Flow Cytometry 
Association (Zoom Presentation). 

352. October 2021 Ohalo Genetics, Aptos California.   
353. November 2021 Australia Cytometry Society Conference (Workshop Organizer; Zoom 

Presentation).  
354. December 2021 UCD Conway Flow Cytometry Winter School, Dublin Ireland (Zoom 

Presentation). 
355. June 2022 CYTO2022, Philadelphia. Tutorial (Zoom Presentation).  
356. June 2022 CYTO2022 Philadelphia. Plenary (Zoom Presentation).  
357. June 2022 Biennial National Flow Cytometry Course, Madison, Wisconsin (Zoom 

presentation). 
358. June 2022 UCD Conway Flow Cytometry Summer School, Dublin Ireland (Keynote 

speaker; Zoom Presentation). 
359. November 2022 Third International Workshop on Exotic Flow Cytometry, Casaccia, Italy 

(Keynote speaker; Zoom presentation). 
360. December 2022 HENU talk. (Zoom recording).  
361. May 2023 UCD Conway Flow Cytometry Summer School, Dublin Ireland. 
362. May 2023 CYTO2023 Montreal.  Workshop presentation. 
363. May 2024 CYTO2024, Edinburgh. Workshop presentation. 
364. May 2024 Fourth International Workshop on Exotic Flow Cytometry, Casaccia, 

Italy (Keynote speaker; Zoom presentation). 
365. June 2024 Biennial National Flow Cytometry Course, Madison, Wisconsin. 
366. July 2024 UCD Conway Flow Cytometry Summer School, Dublin Ireland (Keynote 

speaker; Zoom Presentation). 
 
Summary of Extramural Grant Activity   
 
Over my academic career, I have been recipient of competitive grants as Principal or co-Principal 
Investigator in the total amount in excess of $27,000,000. The funding agencies have included NSF, DOD, 
USDA, DOE, NIH (three institutes), CDC, BARD, the Human Frontiers Science Program, the 
International Rice Research Institute, and Science Foundation Arizona. These grants have funded projects 
that ranged from individual investigator-initiated activities, to large-scale collaborative research 
programs involving investigators within sister academic and research institutions both across the US and 
internationally. I have served as Principal Investigator of several large national and international 
collaborations. 


